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In the Claims ; 

Please cancel, without prejudice, claims 114*131. 

Please reintroduce previous^ presented claims 132-170 as follows: 

Claims 114-131. (Cancelled) 

Claim 132.(Previously presented) An isolated boiling stable polypeptide 
having a chaperone-like activity. 

Claim 133. (Previoxisly presented) The polypeptide of claim 132, encoded 
by a polynucleotide having a sequence at least 60 % identical with SEQ ID NOsrl, 5, 
6, 34, 39 or 40, as determined using the BestFh software of the Wisconsin sequence 
analysis package, utilizmg die Smith and Waterman algorithm, where gap weight 
equals SO, length weight equals 3, average match equals 10 and average mismatch 
equals -9, 

Claim 134. (Previously presented) The polypeptide of claim 132, having a 
sequence at least 60 % homologous to SEQ ID N0s:2 or 35, as determined using the 
BestFit software of the Wisconsin sequence analysis package, utilizing the Smith and 
Waterman algorithm, where gap creation penalty equals 8 and gap extension penalty 
equals 2. 

Claim 135. (Previously presented) The polypeptide of claim 132 which is 
natively an oligomer. 

Claim 136. (Previously presented) The polypeptide of claim 132, wherein 
said chaperone-like activity includes heat stabilization of proteins. 

Claim 137. (Previously presented) An isolated detergent stable polypeptide 
having a chaperone-like activity. 
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Claim 138. (Previously presented) The polypeptide of claim 137 encoded by 
a polynucleotide having a sequence at least 60 % identical with SEQ ID NOsil, 5, 6, 
34, 39 or 40, as determined using the BestFit software of the Wisconsin sequence 
analysis package, utilizing the Smith and Waterman algorithm, where gap weight 
equals SO, length weight equals 3, average match equals 10 and average mismatch 
equals -9. 

Claim 139. (Previously presented) The polypeptide of claim 137, having a 
sequence at least 60 % homologous to SEQ ID N0s:2 or 35, as determined using the 
BestFit software of the Wisconsin sequence analysis package, utilizing the Smith and 
Waterman algorithm, where gap creation penalty equals 8 and gap extension penalty 
equals 2. 

Claim 140. (Previously presented) The polypeptide of claim 137 which is 
natively an oligomer. 

Claim 141. (Previously presented) The polypeptide of claim 137, vdierein 
said chaperone-like activity includes heat stabilization of proteins. 

Claim 142. (Previously presented) An isolated protease resistant 
polypeptide having a chaperone-like activity. 

Claim 143. (Previously presented) The polypeptide of claim 142 encoded by 
a polynucleotide having a sequence at least 60 % identical with SEQ ID NOs:l, S, 6, 
34, 39 or 40, as determined using the BestFit software of the Wisconsin sequence 
analysis package, utilizing the Smith and Waterman algorithm, where gap weight 
eqiials 50, length weight equals 3, average match equals 10 and average mismatch 
equals -9. 

Claim 144. (Previously presented) The polypeptide of claim 142, having a 
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sequence at least 60 % homologous to SEQ ID N0s:2 or 35, as determined using the 
BestFit software of the Wisconsin sequence analysis package, utilizing the Smith and 
Waterman algorithm, where gap creation penalty equals 8 and gap extension penalty 
equals 2. 

Claim 145, (Previously presented) The polypeptide of claim 142 which is 
natively an oligomer. 

Claim 146. (Previously presented) The polypeptide of claim 142, wherein 
said chaperone-like activity includes heat stabilization of proteins. 

Claim 147.(Previously presented) A method of detergent-free isolation of a 
protease-resistant protein having chaperone-like activity from a biological source, the 
method comprising: 

(a) extractiuD^ total protems from the biological source, so as to obtain a 
proteins extract; 

(b) contacting said protem extract with a protease; and 

(c) isolating a protease-resistant protein; and optionally 

(d) assaying said protease-resistant protein for chaperone-like activity. 

Claim 148. (Previously presented) A fusion protein comprising a denaturant 
stable and/or protease resistant polypeptide having a chaperone-like activity fused to 
an additional polypeptide. 

Claim 149, (Previously presented) The fusion protein of claim 148, wherein 
said denaturant stable and/or protease resistant polypeptide having said chaperone-like 
activity is fused to said additional polypeptide via a peptide bond. 

Claun 150.(Previously presented) The fusion protein of claim 148, wherein 
said denaturant stable and/or protease resistant polypeptide having said chaperone-like 
activity is fused to said additional polypeptide via a cross-linker. 
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Claim 151. (Previously presented) The fusion protein of claim 148, having 
an oligomeric form. 

Claim 1 52, (Previously presented) A pharmaceutical composition, 
comprising, as an active mgredient, a denaturant stable and/or protease resistant 
protdn, said denaturant stable and/or protease resistant protein having a chaperone- 
like activity, and a pharmaceutically acceptable carrier* 

Clahn 153. (Previously presented) The pharmaceutical composition of 
claim 151, wherein said pharmaceutical composition is packaged in a package and 
identified in print for use in a wound healing application. 

Claim 154. (Previously presented) The pharmaceutical composition of 
claim 152, v^erein said pharmaceutical composition is packaged in a package and 
identified in print for use in a strengthening and/or grooming hau:, nail or skin 
application. 

Claim 155. (Previously presented) An isolated denaturant stable and/or 
protease resistant protein having ch£^erone-like activity having an HRP protection 
activity, as determined using an HRP protection assay, of at lest 10 Units/mg protein, 
wherein said HRP protection assay comprises mixing the isolated denaturant stable 
and/or protease resistant protein having ch2q3erone-like activity at different final 
protein concentrations at a predetermined volume with 1 00 ^1 of 5 nM HRP present in 
40 mM HEPES buffer at pH 7.5, thus forming a first reaction mixture, and following 
incubation of said reaction mixture at 25 °C for 16 hours, determming HRP remaining 
enzymatic activity by mixing 5 jil of said first reaction mixture with 100 |il of 3 3' 5 
5 -tetramethylbenzidiine, thus foraiing a second reaction mixture, incubating said 
second reaction mixture for 10 minutes, stopping a reaction of said second reaction 
mixture by an addition of 100 ^ of 1 M sulfiiric acid and recording colorimetric 
change in said second reaction mixture at 435 nm, whereby said units are defined as a 
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dilution factor of said denaturant stable and/or protease resistant protein having 
chaperone-like activity at a concentration of 1 rog/ml that confers 50 % protection of 
HRP activity in said HRP protection assay. 

Claim 1 S6. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim ISS, wherein said HRP protection activity is of at 
lest 500 Units/mg protein. 

Claim 157. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 1000 Units/mg protein. 

Claim 158. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein sdd HRP protection activity is of at 
lest 1 500 Units/mg protein. 

Claim 159. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 2000 Units/mg protein. 

Claim 160. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 2500 Units/mg protein. 

Claim 161. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 3000 Units/mg protein. 

Claun 162. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 3500 Units/mg protein. 



Claim 163. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 4000 Units/mg proteux. 

Claim 164. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, ^vherein said HRP protection activity is of at 
lest 4500 Units/mg protein. 

Claim 165. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 5000 Units/mg protein. 

Claim 166. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, v^ereui said HRP protection activity is of at 
lest 5500 Units/mg protein. 

Claim 167. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 6000 Units/mg protein. 

Claim 168. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wfaerem said HRP protection activity is of at 
lest 8000 Units/mg protem. 

Claim 169. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest lOOOO Units/mg protein. 

Claim 170. (Previously presented) The isolated denaturant stable and/or 
protease resistant protein of claim 155, wherein said HRP protection activity is of at 
lest 15000 Units/mg protein. 



